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3 <110> APPLICANT: GENFIT SA 

5 <120> TITLE OF INVENTION: Method for identifying substances capable of 
modulating adipocyte 



19 <212> TYPE: DNA 

20 <213> ORGANISM: Homo sapiens 

22 <400> SEQUENCE: 1 

23 gaattcatgc tgcctgtgga gaagggcttc ctatgtgaag aaaaccctct ctagaagcac 60 

24 tgggactggg gaggaattag cgggagcagc aggtggctca ggctccctct cccttcgctg 12 0 

25 cctaagaagc ttccatcccc tccatgaccc aagccctcta acatgataga tctcctctac 180 

26 ttgagatctg ttattactca tgggacagtt gctgctctga agcgaaatac tggctgtttt 240 

27 ttgtttgttt gttttggaga cagagtctca ctctatcccc agggcggagt gcaatggcga 300 

28 tctcggctca ctgcaacctc cacctcccgg gttctagcga ttctcctgcc tcagcctcct 360 

29 gactagctgg gattacaggc acccaccacc acatccggct aatttttgta tttttagtag 420 

30 agacgtggtt tcaccgtgtt ggtcaggctg gtctcaaact cctgacctca ggtgatcaac 480 

31 ccacctcagc ctcacaaagt gctgggatta caggcatgag ccaaagcacc cggcaatgct 540 

32 ggctgtttct aacccctgtt cagtatttca cttgtacatc tacccacctt cccattcggg 600 

33 gtgggcagat gaaactagca atggacgtct gaccttgggt cggtcacttc tcctaagctt 660 

34 cctgttcccc actagtaaaa agagggaggc ttaagatgat ctacatgttc ccctctgagt 72 0 

35 agtaatcttc tgtggaattc atattttatc ctccagcacc gaggggcagg ggtgtcactc 780 

36 tgcccccacc ccctgcctca cctcttcccc attactttag gacctcaaag cactttcact 840 

37 attagttccc ctctgttgtc ctttttattt cccagacaaa gggaaatgac tcaccccaaa 900 

38 gtcaactgga gtgggtggaa tggtgtcaat acaagcaaac agggagtccc tacagacatc 960 

40 cctacctctg tgggaactcc ttcccctgga ggtgttctcc ctaaggcgag tagaagggaa 1020 

41 agggggtcac atttcctttc cttctctgga ctttgccctg aagcagaggg cagcctaagc 1080 

42 tcctgactcc agggaaatct ccctccccgg cttctctctc tcccggtcac cagtaacctc 1140 

43 aggacgaggt cagtcctgca atcacgtgaa gccctcacgt ttgcaaggtt tgcagaaagg 12 00 

44 gcctcttagc tttgatctcc cagacagcaa acaagcttgc cagtccctcc ccagaaattc 1260 

45 acatgcccct gccatacagg ctttctaaac acgccaccct gactcttcag cgcaccccac 1320 

46 cccaccccac tctcagctcc tcccaggtcc cggcaagcgc tttgccaggc agaaagggga 13 80 

47 aaggcacgca gtccgcccac tttgtcggtg gactacaaat cccgacagtc ttgtcgttgc 1440 

48 gcaggcgcgc aagagctcaa cgtgccggct gttggaaaag tgtgtcactg gggcaccgag 1500 

49 gcgctccctg ggatcacatg gtacctgctc cagtgccgcg tgcggcccgg gaaccctggg 1560 

50 ctgctggcgc ctgcgcagag ccctctgtcc cagggaaagg ctcgggcaaa aggcggctga 1620 

51 gattggcaga gtgaaatatt actgccgagg gaacgtagca gggcacacgt ctcgcctctt 1680 

52 tgcgactcgg tgccccgttt ctccccatca cctacttact tcctggttgc aacctctctt 1740 

53 cctctgggac ttttgcaccg ggagctccag attcgctacc ccgcagcgct gcggagccgg 1800 



6 

8 <130> 
C--> 10 <140> 
C--> 11 <141> 



13 <160> 

15 <170> 

17 <210> 

18 <211> 
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54 caggcagagg caccccgtac actgcagaga cccgaccctc cttgctacct tctagccaga 1860 

55 actactgcag gctgattccc cctacacact ctctctgctc ttcccatgca aagcagaact 1920 

56 ccgttgcctc aacgtccaac ccttctgcag ggctgcagtc cggccacccc aagaccttgc 1980 

57 tgcagggtgc ttcggatcc 1999 

60 <210> SEQ ID NO: 2 

61 <211> LENGTH: 20 

62 <212> TYPE: DNA 

63 <213> ORGANISM: artificial sequence 

65 <220> FEATURE: 

66 <223> OTHER INFORMATION: Description of the artificial sequence: Rev-DR2 

68 <400> SEQUENCE: 2 

69 aaaagtgtgt cactggggca 20 

72 <210> SEQ ID NO: 3 

73 <211> LENGTH: 1845 

74 <212> TYPE: DNA 

75 <213> ORGANISM: Homo sapiens 

77 <220> FEATURE: 

78 <221> NAME/KEY: CDS 

79 <222> LOCATION: (1) . . (1845) 

80 <223> OTHER INFORMATION: REV ERB ALPHA 
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<400> SEQUENCE: 


3 
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